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Abstract

Monitoring of water quality and toxic blue-green algae in Mae Kuang
Udomtara Reservoir, Chiang Mai was conducted for 6 months from October 2001 to
March 2002. Water samples from six sampling sites weré collected and analyzed in
terms of physico-chemical and biological parameters. The water quality of the
reservoir was classified into class 2 according to the surface water quality standard of
Thailand, which means clean water resources. Moreover, the water quality in term of
tropic level was in mesotrophic-oligotrophic status.

All measured parameters were not exceeded the surface water quality standard
of Thailand. Apart from that, amount of nutrients including nitrate-nitrogen,
phosphate-phosphorus and ammonium-nitrogen was relatively low. Thus growth rate

-of toxic blue-green algae was also low. Toxic blue-green algae (Microcystis
aeruginosa Kotz) was found less than 1 cell per 10 litter water samples in every site.
Moreover, green algae found in the reservoir were desmid groups such as Staurastrum
spp., Closterium acutum Bréb and Staurodesmus spp.. Among this group, Staurastrum
spp- was found as the dominant specics.

The multivariate correlation was used to test the physico-chemical and

biological parameters. Ammonium-nitrogen, dissolve oxygen (DO), pH, biochemical
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oxygen demand (BOD), conductivity and total dissolve solid (TDS) showed
significant relation to the sampling sites. Moreover, sampling sites were grouped
together by cluster analysis according to the results of all analyzed parameters. Three
main groups were presented. The first group was the inlet and the outlet of the
reservoir, the surface and the Secchi depth of the deepest point. The second group was
the middle level of the deepest point and the last group was the bottom of the deepest
point. It can be concluded that all of surface sampling sites were grouped together due
to their similar properties, even though they were of different locations. On the other
hand the middle and the deepest levels were separately classified from the first group
because their physical properties were relatively different from the other surface

sampling sites.



