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ABSTRACT

Anopheles cracens (formerly An. dirus species B) is an important vector of
human malaria in Southeast Asia. A complete ¢cDNA encoding a SGl-like was

isolated by screening an adult female salivary gland ¢cDNA library of An. cracens

using the DIG hybridization system. The primary nucleic acid sequence of the An.
cracens SGl-like cDNA contains a deduced coding region of 1,141 nucleotides and
5°- and 3’-end non-transcribed regions. A signal peptide of 20 amino acids and a
mature protein of 360 amino acids with a calculated molecular mass of 41.6
kilodaltons (pI 9.4) are evident in the conceptual translation product, The structural
organization gDNA of the SGI;Iike has no intron. RT-PCR analysis revealed that the
An. cracens SGl-like transcript was highly expressed both in adult female salivary
glands and other tissues. Additionally, mRNA transcription was detected in all stage

and in adult male. Dot blot analysis indicated that SG1-like was conserved among


Administrator


two anopheline mosquito species. These results provide an initial step for further

study on the functional role of the SG1-like gene in feeding and malaria transmission.
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