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Abstract

The objective of this study was to analyze association of complement factor B Gene (BF)
with litter size traits in Thai commercial pig breeds, including total number of born (TNB),
number of birth alive (NBA), number of mummified at birth (NMM) and number of weaning
alive NWA). A total 3,166 sows (Large White, Landrace and Large white x Landrace) were
genotyped with PCR-RFLP (Smal). It was found that the length of PCR product was 390 bp and
there are 3 forms of genotype: AA (237 and 153 bp), AB (390, 237, 153 bp) and BB (390 bp).
Genotype and allele frequencies of 3 breeds: Large White were 0.61 (BB), 0.22 (AB), 0.17 (AA)
and 0.72 (B), 0.28 (A), respectively, Landrace were 0.57 (BB), 0.42 (AB), 0.01 (AA) and 0.78
(B), 0.22 (A), respectively, Large white x Landrace were 0.37 (BB), 0.42 (AB), 0.21 (AA) and
0.58 (B), 0.42 (A), respectively. The association between BF gene and litter size were found to be
significant in NWA on the first parity and TNB, NBA, NWA in later parity (2nd-5th) of Large
white x Landrace sows (p<0.05). Sows with genotype BB and AB had more NWA than the AA
sows approximately 2.26-2.63 piglets per litter and there were 1.31+£0.63 of additive effects
(p<0.05). Sows with genotype BB and AA in later parity (2"-5") had more TNB, NBA and NWA
than the AB sows approximately 0.43-0.50, 0.41-0.92 and 0.29-0.79 piglets per litter,

respectively, and there was dominant effect on NBA approximately -0.66+0.30. These results



indicated that BF gene was significantly associated with litter size traits in Thai commercial pig

breeds. Therefore, the BF gene was a candidate gene to increasing litter size traits in sows.



