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Abstract

Dairy cattle improvement depends on genetic components and breeding plan.
Generally, components of breeding plan were selection systems that involve genetic parameter
and breeding value estimation. In addition to mating systems were genetic and phenotypic
change. They were investigated from response to selection. The objective of this study was to
evaluate of breeding plan on productive and reproductive traits. Data of dairy cattle population
4,168 dairy cows from 161 farms in Chaiprakan district, Chiang mai province were used. The
result showed a mean of productive traits of milk yield (MY) and milk yield at 305 day (M305D)
were 4,649.40 + 1,175.18 and 4,668.36 + 967.24 kg/lactation respectively. Reproductive traits
ie. calving interval (CI) and day open (DO) were 394.25 + 45.49 and 113.98+ 44.60 days
respectively. Estimation of variance component applying Restricted Maximum Likelihood
(REML) in animal model. Heritability of MY and M305D were 0.28 and 0.27 respectively. For
CI and DO were 0.04 and 0.06 respectively. Phenotypic and genetic correlation between
productive and reproductive traits were showed positive correlated. Estimation of breeding value
by Best Linear Unbias Prediction (BLUP). Breeding value of sires and dams on productive traits
were MY and M305D between - 845.01 to + 720.06 and - 828.98 to + 718.36 respectively.
Reproductive traits were CI and DO between -9.17 to + 7.92 and -13.77 to + 9.13 respectively.

It used semen for improved productive and reproductive traits in farm. It was found that selection



intensity of breeding plan were cowsire, cowdam and testing bull. Including generation interval of
cow dams were long years (about 8 years) and 89 % was inseminated proven sire. Since cows
unselected on milk records and remain in originally population that affect genetic progress was
less on productive traits were MY and M305D were 2.93 and 2.91 kg/year and reproductive
traits were CI and DO were 0.62 and 0.83 day/year respectively. Genetic progress were derived
regard selection intensity in breeding plan with selected best animals from genetic value was

few and reduce generation interval of sire and dams



