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Abstract

Genetic constitution is a factor limiting the accumulation of fat in rice grain. Understanding
in the genetic variation of the character is therefore providing information in deciding a suitable
selected procedure in the improvement program for the character. In this experiment, the F, and F,
population of crosses among 4 rice parental lines were under evaluated for gene behavior and genetic
variance of genes controlling the character. The board sense heritability was‘calculated using the
genetic varies of parental lines (P,, P,) F, and F,.fat were analysis from the extraction of unmilled
grain. Diethyl ether and petroleum ether were used in the extraction. Research field and laboratory of
the Department of Agronomy, Faculty of Agriculture, Chiangmai University was the experimental
site,

The results show that the parental populations differed in accumulating fat in grain. On
average is 2.425% in RD6, 2.262% in Kum Doimusur, 1.407% in Kum 88073 and 1.333% in Kum
88063. This indicated a genetic diversity of the character. The mean of F, was in-between the parental
lines’mean, indicating an additive action. However, once comparing to the mid-parent value, the F .

mean was considerably shift out. This suggested the behavior of partial dominance gene.



Evaluation on genetic variation indicated that, the F, exhibited a higher variance value than
the parents (sd’(parent) = 0.129, 0.095, 0.116, 0.037; sd’(F)) = 0.290, 0.234, 0.327, 0.170). The
environmental variance were 0.123, 0.083, 0.105 and 0.066. Transgressive segregation was detected
in 2 combinations, suggesting the effectiveness of early generation selection and that indicating the
possibility in applying the pedigree method of selection for selecting such the character.

The calculated broad sense heritability (hzb) was higher than 50% indicated that genetic

constitution is the major factor controlling the inheritance of the character.



