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Abstract

The generation mean analysis was used to analyse quantitative
genetic variation in the six soybean crosses namely CM60 x NS1, CM60 x
AGS129, CM60 x SK1, OM80 x CMOO1l, OMB0 x SJ1 and OM60 x 8J5.

Heritabilities and correlations between characters were also estimated.

In estimating various genetic effects, the additive—dominance
model was adequate for the analysis of some data. Where the model was
inadequate, the non—allelic interactions were included to further
analyse the data. Additive gene effects seemed to have major

contribution to the inheritance for seed vigour, days to flowering,



days to maturity, plant type, yields and vield components. Dominance
and epistatic gene effects seemed to be important in the inheritance

for some characters in certain crosses.

Heritabilities of plant height, days to flowering, days to
maturity, number of nodes at flowering, number of nodes at naturity,
length of petiole at the last node and at the first flowering node
were higher magnitude than those of seed vigour, degree of stem
determination, length of internode, area of terminal leaflet at the
first flowering node, number of pods per plant, seed weight and seed
yield. While the magnitude of heritability estimates for number of
branches, area of terminal leaflet at the last node, angle of petiole
at the last node, angle of petiole at the first flowering node _and

number of seeds per pod were the lowest.

Correlation analysis in Fa populations indicated that in all
8iX crosses, seed yie{d per plant was poéitively and significantly
correlated with plant height, number of nodes at flowering, number of
nodes at maturity, number of branches, degree of stem determination,

number of pods per plant and seed weight.

It was apparent that certain characters could be used as
criteria for indirect selection for yield in early segregating
populations. These characters would include plant height, number of

nodes at flowering and at maturity.




