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1.2 wamsvasuiaveausazdadaludmua DXS7130 a1eninada Tuia
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wouRt Sequence composition Allele
} Pp-Ng-(TATC)0-Ng; -Py 10
2 P¢-Ng«(TATC) | -Ng -Px 1
3 Py-Ng-(TATC) ;o-Ng,-Px B
¢ Pp-N5-(TATC) 3-Ng-Pr 13
> Py-N(TATC)5-ATC-(TATC)-No P 33
] P-Ng-(TATC)s-ATC-(TATC)o-Ng;-Pg 143
X Pp-Ng«(TATC)s-ATCA(TATC) o-Ng -Py 153
8 Pp-Ng«(TATC)s-ATC<(TATC) ;-Ng -Py 16.3
? P-Ng-(TATC)5-ATC(TATC) ,-N¢;-Pr 17.3

il Pr: AGCCATTTGGAATATAGAGGAAGGG

Pr : AGGACTGGGAAAGAACAAAGCAAGG
Ng: GAAATCAT

Ne1: TGGCCAAGAGTGGCCTGATTTTTGTTCTCATTTCTTTGAACTGAGG
TCCACTCCGTTATAA
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3194 udasdanvaziugnssuinyludumie DXS7130 ﬂmﬂ@:nﬂﬁzﬂnﬂﬂmmﬂmﬁa

WA 91UIU 120 AL

i Genotype i Genotype
1 11/15.3 61 11/15.3
2 12/16.3 62 13/14.3
3 12/12 63 15.3/15.3
4 11/11 64 14.3/15.3
5 13/17.3 65 11/16.3
6 11/13 66 15.3/16.3
7 15.3/16.3 67 15.3/15.3
8 14.3/16.3 68 11/16.3
9 12/12 69 15.3/16.3
10 15.3/15.3 70 13.3/15.3
11 11/15.3 71 15.3/16.3
12 11/17.3 72 11/15.3
13 11/15.3 73 12/15.3
14 11/16.3 74 11/15.3
15 11/14.3 75 11/12
16 13/16.3 76 14.3/15.3
17 11/15.3 77 11/15.3
18 12/15.3 78 15.3/16.3
19 11/14.3 79 11/14.3
20 14.3/15.3 80 12/15.3
21 11/11 81 15.3/15.3
22 12/15.3 82 15.3/15.3
23 14.3/17.3 83 15.3/16.3
24 11/11 84 11/12
25 14.3/15.3 85 13/14.3
26 15.3/15.3 86 11/12
27 13/15.3 87 12/15.3
28 11/12 88 15.3/16.3
29 15.3/15.3 89 11/13
30 11/15.3 90 11/12
31 15.3/16.3 91 11/12
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MIN4 (a0)

daui Genotype aau Genotype
32 13/14.3 92 11/15.3
33 15.3/16.3 93 12/15.3
34 12/16.3 94 12/13
35 11/11 95 12/13.3
36 14.3/15.3 96 11/16.3
37 11/15.3 97 15.3/16.3
38 10/12 98 14.3/15.3
39 13/13.3 99 14.3/15.3
40 11/12 100 12/15.3
41 11/15.3 101 13/16.3
42 12/15.3 102 11/11
43 12/15.3 103 14.3/16.3
44 11/15.3 104 11/15.3
45 11/12 105 11/15.3
46 15.3/15.3 106 11/12
47 17.3/17.3 107 11/14.3
48 15.3/15.3 108 11/11
49 15.3/16.3 109 11/15.3
50 11/13 110 15.3/15.3
51 15.3/15.3 111 12/13
52 11/15.3 112 11/11
53 11/11 113 11/15.3
54 12/14.3 114 11/13.3
55 11/15.3 115 15.3/15.3
56 13/15.3 116 11/13
57 13/16.3 117 15.3/16.3
58 14.3/16.3 118 13/15.3
59 15.3/15.3 119 11/12
60 11/13.3 120 15.3/15.3
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2. wamsranudvesdaaauazmsdszfivilszansmnvedlulasusnmalanadueuy

Taslulaanwandisdmmis DXS7130

2.1 mamamanudveuaazdadaluluTasuanma lasiddueuu Tas Ty Trnnwemd)s

Auvila DXS7130

iie'ldanyus genotype ludurita DXS7130 munanmsnaasd 9o 1.31147
o 1 A (= 1 v o ag 1 o A Vo oA A
HMmAIANNDveIRaRan1en TagmsnuiuIuL AL WeYoLIRAZdaaa WUIoaaaN
15.3 fianudgeganominy 0.3292 uazdanan 10 finnudtosnganominy 0.0042 A

tanaluaisnan 5 uaznnn 3

' A ' o A /g
M35 L!ﬁﬂ\jﬂ’]ﬂj']ijama\nl@agaaaaiuquiﬂillmﬂlﬂaqamﬂlaulaﬂu

Tas Ty Taumavgea e DXS7130

yaaa MG
10 0.0042
11 0.2500
12 0.1250
13 0.0708
13.3 0.0208
14.3 0.0792
15.3 0.3292
16.3 0.1083
17.3 0.0125
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2.2 miaemsuenuey (Power of discrimination: PD) s ldaingas
PD (female) = 1- S(Pi)?
Tae Pi Aomiaudueuaas genotype

PD (male) =1- $Pi?

Tag Pi Aomianudvsunaydaaa

1 Y 4 1 (% 4
NAHaMINAaed nud ldmanudvedas genotype faaailuasei 6 uay

1 d' 1 v A v tﬂl
MANUDVRAUAAZOARA AdLaAIIUAITIIN 5
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vuTas Ty Tauwavaeainmia DXS7130

Genotype AAIE
10/12 0.0083
11/11 0.0667
11/12 0.0833
11/13 0.0333

11/13.3 0.0167
11/14.3 0.0333
11/15.3 0.1583
11/16.3 0.0333
11/17.3 0.0083

12/12 0.0167

12/13 0.0167
12/13.3 0.0083
12/14.3 0.0083
12/15.3 0.075
12/16.3 0.0167
13/13.3 0.0083
13/14.3 0.025
13/15.3 0.025
13/16.3 0.025
13/17.3 0.0083
13.3/15.3 0.0083




28

AN 6 (70)
Genotype AAIND
14.3/15.3 0.0583
14.3/16.3 0.025
14.3/17.3 0.0083
15.3/15.3 0.1167
15.3/16.3 0.100
16.3/16.3 0.0083
MINUATENDI 1AM PD (female) i 0.9233 %30 92.33% uazfi

PD (male) 1y 0.7898 130 78.98% (MANUIN V)

2.3 ihaenisaaesn (Power of exclusion: PE) Auial ldoingas

PE (no parent) = Y p (1= p)* + > 2p,p,(A—p,— p,)’
i=1

i,ji<j

PE (one parent) = > p,(1-p,)* + D (p,p,)*(p, +3p, - 4)
i=1 iji<j

Tas n = Sudaaand IuszuudINeaaa ab,...i,,...1,.n

[

P,,P,...Pi,P;...P,. P, =miAnudvedudazdanan

o

PN TAeNTIN

genotype  N11J31nA1ue319N 4
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2.3.1 power of exclusion (no parent) Ml lunsdinnganinnuduiusszrning
1 A s o Y ' ~ = "o = aw Y1 o 1
ui-gn Biandudgnaaiamuiissau@ennniy - &elunmsivei ldmainan
A 0.4211 H30 42.11% (MARNUIN )

. 1 ¢ { g @
2.3.2 power of exclusion (one parent) miilslunsdii@niniuymnisuie uda

U ' v I awv 1w 1 Y
na1anINdgnaanuuiuymnisonau nwansdvelanainaruiiny

0.5993 %38 59.93% (MANUIN V)



